. miR profiles in SKBR3 cells following treatment with ATRA and/or lapatinib. The table lists 174 miRs whose expression is significantly altered by treatment of SKBR3 cells with 100 nM ATRA, 100 nM Lapatinib or 100 nM of both ATRA and lapatinib for 36 hours. Columns 3-6 indicate the miR expression values measured in the 4 experimental conditions. The data are expressed in linear intensity values and they correspond to the mean of 5 biological replicates. Columns 7-10 report the p-values obtained after 2-way ANOVA as indicated. Supplementary Table S2 . Predicted miR/target-mRNA interactions. The table lists the miR/target-mRNA interactions predicted by the MAGIA algorithm with a Spearman correlation value < -0.9 and a q-value <0.05. The number in the first column indicates the module (Module-1 to -4) miRs belong to. The 0 symbol is used for miRs that are not organized in any module. Supplementary Table S3 . miR and target-mRNA nodes in Module1-4. The table lists all the miRs and target-mRNAs belonging to the four most interconnected modules (Module-1 to -4). Node = miR or target-mRNA; Degree = degree of connectivity. Supplementary Table S4 . Breast cancer cell lines characteristics. The Table lists the Cancer Res, 2006; 66: p. 1630-9 . The breast cancer cell lines were used to evaluate the effects exerted by the three compounds on the expression of miR-125a-5p, miR-193a-5p and miR-210-3p belonging to Module-2. The same cell lines were also used to determine the effects of the three miRs on cell growth, apoptosis and motility. TN = triple-negative; ER = Estrogen receptor. 
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